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TOM TAT

Pé Aim hiéu nguyén nhan gay khang khang sinh ¢
Campylobacter spp. ching tdi tién hanh khdo sat 75
chuing vi khudn dwoc phén Idp tir phin heo, ga Va vit
& Pong Thap. Két qua cho thdy ¢é 89,3 % chiing c6
dét bién diém trén gene ma hoéa DNA gyrase (gyrA)
1a C257T va T227G, ¢6 32 % chiing cé dot bién gene
ma hoa bom ddy thuéc CmeABC (cmeR) ciia hé thong
bom ddy thuéc. Trong dé cé 293 % ching
Campylobacter spp. ¢é mang dot bién trén ca 2 gene
gyrA va cmeR biéu hién khdng fluoroquinolone (FQ).
Két qud nghién ciru con cho thdy toan bg dot bién
T227G trén gene gyrA chi xudt hién trén ching

Campylobacter coli dwge phdn ldp tir cdc mau heo,
ga va vir ma khong xudt hién trén Campylobacter
Jejuni, ddy la kiéu dét bién méi phdt hién & Viét Nam.
Ngoai kha nang khing FQ cua cdc ching
Campylobacter spp. phan ldp con c6 khd nang khdng
erythromycine (Ery), cd 10 ching khang Ery véi MIC
> 28 déu cé dot bién ¢ vi tri A2075G trén ving gene
23S-rRNA, trong d6 cé 1 ching mang cd 2 dot bién ¢
vi tri A2075G va A2074C va 2 ching mang ca 2 dot
bién ¢ vi tri 12075G va A2076C. Kiéu dot bién trén
ca 3 chung C. coli ndy ¢ tinh Pong Thdp c6 kiéu dot
bién khdng Ery méi chuwa ting xudt hién ¢ noi khdc.

Tir khéa: Campylobacter, khing khdng sinh, fluoroquinolone, erythromycine, dét bién, tinh Pong Thép

MG PAU

Khéng sinh dang duoc sir dung rat rong réi trong
chan nudi gia suc ciing nhu gia cam véi nhiéu muc
dich nhu kich thich su tang truéng, phong bénh, didu
tri bénh [3, 12]. Viéc st dung khang sinh rong rai va
lau dai dan dén hién twong khang khang sinh coa vi
khuan [5, 9].

Campylobacter spp. la mét trong nhitng tac nhan
vi khuan hang dau gy bénh tiéu chay trén thé gioi.
Campylobacter spp. con la tac nhan phd bién gay
bénh viém ruot két c6 ngudn gdc tir vat nudi. Bén
canh tinh hinh nhiém Campylobacter ngay cang gia
ting & ca cac nudc phat trién va dang phat trién thi ti

Ié cac chung khéang thudc ciing khong ngimg ting Ién,
dic biét 1a véi fluoroguinolone (FQ) dya vao gene
gyrA ma hoa enzyme gyrase ciing nhu gene cmeR ma
hoa bom day thuéc CmeABC, ho khéang sinh nay
thuong duge dung dé diéu tri tiéu chay do nhidm
Campylobacter spp. [9, 11, 12]. Bén canh viéc khang
FQ, Campylobacter spp. con khang ca Ery, la khang
sinh thuéc nhém Macrolide (nhém khéng sinh tét
nhat dung dé diéu tri nhidm Campylobacter spp.)
[11]. O Viét Nam, hau hét cac nghién ciu veé
Campylobacter spp. déu dimng lai & viéc mé ta su luu
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hanh ciing nhu tinh hinh khang khang sinh ¢
Campylobacter spp. phan lap tir gia stc, gia cam.

Doéng Thap la mét trong nhimg dia phuong c6 mé
hinh chan nuéi trang trai phat trién manh thudc viing
Poéng bang séng Ciru Long. Trong d6, gia suc, gia
cam mang vi khuan Campylobacter spp. gay bénh
cho dong vt ciing nhu con nguoi 1a ddi twong dugc
ngudi chan nudi d6i phé bang khang sinh rat nhiéu.
Viéc st dung khang sinh thuong mang tinh tu phat,
khong theo chi din caa chuyén gia hodc co quan chuc
nang. Piéu ndy c6 thé dan dén su khang khang sinh
va diéu tri bénh khéng hiéu qua.

V6i muc dich tim ra cac bién doi di truyén lién
quan dén kha ning khang khang sinh FQ va Ery &
Campylobacter spp. trong chan nu6i gia suc va gia
cam, ciing nhu thu thap dir liéu & cip do phan tu
khéng khang sinh & vi khuan nay, nghién ctu nham
tién hanh khao sat va phan tich tinh khang thudc ¢ 75
chung vi khuan Campylobacter spp. phan lap tir phan
heo, g, vit & cac trang trai trén dia ban tinh Ddng
Thap.

VAT LIEU - PHUONG PHAP

Chon 75 chung Campylobacter spp. d& duoc nudi
cay va phan lap tir heo, ga, vit (25 chang cho mdi
loai) c6 két qua khang FQ trong tong sé 343 chung
Campylobacter spp. phan lap tir cac trang trai nudi
heo, ga, vit trén dia ban tinh Dong Thép [2]. Xéac dinh
ndng do wc ché tdi thiéu (MIC) cua Ery, chon ra cac
chung Campylobacter spp. khang Ery c6 MIC >256
[2].

Tién hanh phan loai loai C. jejuni va C. coli
théng qua viéc xac dinh ving gene dac trung cho
ting loai bang ky thuat PCR (polymerase chain
reaction) véi cac cap moi chuyén biét duoc thiét ké
trén Bang 1. Bé phan loai loai C. jejuni ching toi
khuéch dai gene muc tiéu véi moi chuyén biét Jejuni-
hipO F/ Jejuni-hipO R dya trén trinh ty cta gene
hipO mé hda cho Hippuricase [8] va phan loai loai C.
coli dua trén trinh ty gene asp ma hoéa cho
Aspartokinase vai cap moi chuyén biét 1a Coli-asp F/
Coli-asp R [7].

Bang 1. C4c trinh ty mdi st dung cho phan tng PCR va giai trinh tu gene

Tén moi Gene muc Trinh tw moi Tai liéu tham

tiéu (bp) khao

Jejuni-hipO F hipO 5'-GACTTCGTGCAGATATGGATGCTT-3’ [8]

Jejuni-hipO R (344 bp) 5'-GCTATAACTATCCGAAGAAGCCATCA-3’

Coli-asp F asp 5'-GGTATGATTTCTACAAAGCGAG-3’ [7]

Coli-asp R (500 bp) 5-ATAAAAGACTATCGTCGCGTG-3’

gyrAF gyrA 5" GCTATGCAAAATGATGAGGC 3’ [10]

gyrAR (250 bp) 5° TCAGTATAACGCATCGCAGC 3’

cmeR F cmeR 5" CTAAATGGAATCAATAGCTCC 3’ [6]

cmeR R (170 bp) 5° GCACAACACCTAAAGCTAAAA 3’

rmB F rmB 5’- TTAGCTAATGTTGCCCGTACCG -3’ [1]

rmB R (485 bp) 5" AGTAAAGGTCCACGGGGTCTGG -3’

Xac dinh trinh ty vung khang FQ cua gene gyrA
v6i cap mdi gyrA F/ gyrA R ciing nhu gene mé hda
bom day thuéc CmeABC véi cap mdi cmeR F/cmeR
R (Bang 1), san pham PCR dugc giai trinh ty bing
méy Applied Biosystemcho va phén tich cac dot bién
gene dan dén hién twong khang FQ.

Phan tich két qua giai trinh ty bang phan mém
Sequencing analysis twong Gng. Dot bién ¢ ving
khéng FQ trén gene gyrA duoc phan tich bang phan
mém Vector NTI Suit 7 va so sanh véi trinh tu tham
khao 1a gene gyrA cua C. jejuni voi mé sé dang nhap
trén NCBI 1a L04566 [3, 5, 11]. Tuong tu, phan tich
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doan trinh ty (5’-TGTAATAAATATTACA-3’)
thudc promoter ciia bom CmeABC bang cach so sanh
vung trinh te nay vai trinh te tham khao la trinh tu
gene cmeR cua C. jejuni 81-176 v6i ma s dang nhap
trén NCBI 1a AF466820 [4, 6] nham phat hién cac dot
bién.

Nhan ban viing operon rrnB bing phan tng PCR
v6i cap modi rmB F/ rrB R, giai trinh ty ving gene
trén ving gene 23S-rRNA nay nham xac dinh trinh tu
gene tai vi tri 2074, 2075 va 2076 [3, 5, 11] dé tim
hiéu dot bién gene dan dén hién twong khang Ery.
KET QUA - THAO LUAN

Tan suit xuét hién cac ching Campylobacter spp.
& heo, ga va vit

A w

: C. jejuni
. R 4 56 7 89 10 11121314 15 16 17 NCH™

Bl - 244 bp

Két qua phan loai C. coli va C. jejuni bang ky
thuat PCR (Hinh 1) duoc tong két trén Bang 2. Két
qua phan loai cho thay, tan suit phan lap duoc C. coli
tir heo cao hon C. coli & ga va vit vai ti I€ tuong (ting
la 22/25, 9/25va 8/25. Trai ngugc véi C. coli, C.
jejuni phan lap tir ga va vit cao hon C. jejuni tir heo
v6i két qua twong tng 1a 16/25, 17/25 so véi 3/25.
Nhu vay, sb luong ching C. coli phan lap duoc & heo
gp 7 lan sb lwong chung C. jejuni. S6 lwong chung
C. jejuni phan lap dwoc & ga va vit gap déi s luong
chang C. coli. Pidu nay ciing twong tu véi két qua
nghién ciu vé tinh khang khéng sinh & cac chiing
Campylobacter spp. phan lap tr nguoi, dong vat va
thuc phim & Y vao nam 1997-1998 [12]. Theo d6 ¢
81 % chung C. jejuni dugc phan lap & ga cong nghiép
va 100% chung C. coli dugc phan 1ap 6 heo.

B w Heo / Ga ! Vit /BC

F B iy oy

bp 1234567289101 121314151617DCM

500
400 i — 500 bp

Hinh 1. Két qua dién di san phdm PCR nham phan biét C. jejuni va C. coli bing ky thuat PCR. (A) Nhan dién C. jejuni bémg
gene dic trung hipO (344 bp); (B) Nhan dién C. coli bing gene ddc trung asp (500 bp); (M) thang DNA 100 bp; (1-17) cac
chiing Campylobacter spp. phan lap tir heo, ga, vit & tinh Pdng Thép; (-) ching 4m (nudc cét)

Bing 2. Két qua phan biét C. jejuni va C. coli phén 14p tir heo, ga, vit bing phuong phap PCR

i Tong s6 chung Campylobacter Phan biét bing PCR
Loai mau spp. phén lap bang nudi cay — :
C. jejuni C. coli
Heo 25 03 22
Ga 25 16 09
Vit 25 17 08
Téng sd 75 36 39
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Nhu vay, két qua phan loai cho thiy, mac du
cing mot dia phuong co6 ving dia ly gidng nhau
nhung ty 1& xuat hién cua Campylobacter spp. trén
heo, g, vit 12 khac nhau. Ké ca ty 18 hién dién giira C.
coli va C. jejuni ciing khac nhau trén c4c mau phan
tich.

Phan tich viing gene gyrA va gene cmeR din dén
hién twgng khang FQ & Campylobacter spp.

Toan bo cac chung Campylobacter spp. khéang
FQ khao sat déu mang gene gyrA va gene cmeR

Heo

4

6 Vit

GyrA

IR
D e 69 D aD OO T= 5D &5 @D

B W e

(Hinh 2). Két qua phan tich trinh tu gene gyrA va
cmeR cho thdy, da sb cac chung Campylobacter spp.
khao sét (67/75 ching) c6 mang dot bién trén gene
gyrA & codon 86. Bén canh d6, co6 24/75 chung cé
mang dot bién trén gene cmeR mé4 héa cho bom day
thuéc CmeABC (Hinh 3). Trong do, c¢6 29,3%
(22/75) ching Campylobacter spp. co dét bién trén ca
2 gene gyrA va cme]. Bac biét Ia ¢ vit ¢6 hon 50 %
(13/25) sb chung mang ca 2 dot bién (Bang 3).

Ga I )

C.coli / C.jejuni C.coli / C.jejuni

C.eoli / C.jejuni

/ 8 9 10 NCess

-250 bp

6 Vit

(4 M g

1000

a00
300
200
100

Hinh 2. Két qua dién di san phdm PCR phét hién gene gyrA va gene cmeR & Campylobacter spp. (A) phat hién
gene gyrA, 250 bp; (B) phat hién gene cmeR, 170 bp. (M) Thang DNA 100 bp; (Heo) ching Campylobacter spp. phan lap tir
heo ¢ tinh Pong Thap; (Ga) Campylobacter spp. phan lap tr 2a & tinh Dong Thap; (Vit) chiing Campylobacter spp. phan lap

tir vit & tinh Pong Thép; (-) ching 4m (nudce cit)

Bang 3. Két qua phan tich Campylobacter spp. khéng FQ

Loai mau Dot bién gyrA Dot bién cmeR Dot bién gyrA va cmeR
Heo (n=25) 22 02 02
Ga (n=25) 23 07 07
Vit (n=25) 22 15 13

Tong sb 67 24 22
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Phén tich cac ddt bién trén C. jejuni ¢ viing gene gyrA va gene cmeR (format)

Két qua khao sat cho thay trong 36 chung C.  chung c6 dot bién gene cmeR ma héa cho hé théng
jejuni khang FQ tir heo, ga va vit c6 32 chung mang  bom day thudc CmeABC. Trong d6, dot bién hé
dot bién trén gene gyrA ¢ codon 86 vai kiéu dot bién  théng bom day thudc ¢ C. jejuni phan lap tir ga, vit
diém 1a C257T lam thay ddi threonine thanh  kha da dang. Truong hop C. jejuni mang ca 2 dot bién
isoleucine trén cdu triic protein. Thém vao do, c6 18 trén chiém ty 1¢ kha cao, gan 50 % (Hinh 3, Bang 4).

Bing 4. Két qua phan tich C. jejuni khang FQ

Dbi tuong Dot bien gyrA Dot bien cmeR Dot bién gyrA va cmeR
(n=36) (TGTAATAAATATTACA)

Heo, (n=3) | C257T(T-> 1), (n=3) TCGTAATAAATATTACA (n=1) n=1

Ga, (n=16) | C257T(T->1), (n=13) | TATAATAAAAATTACA (n=2) n=4

TGTAATAAAAATTACA (n=1)
TGTAATAAAAATTA-A (n=1)
TGTAATAAAAATTATA (n=1)

Vit, m=17) | C257T(T-> 1), (n=16) TGTAATAAAAATTACA (n=11) n=12
TGTAATAAGATTACA (n=1)
TGTA-TAAGATATTACA (n=1)

Section 2
20 100 110 120
gi_112260349_emb CALIS145.1_ D RYPSITGOGNFGSIDGDSA
T4-v-383 DAL MRYESITGOGNFGSIDGDSA
T4-v-418 DAL MRYESITGOGNFGSIDGDXX
T4g 448 DAL MRYESITGQGNFGSIDGDSA
T4G496 DAL MRYESITGOGNFGSIDGD—-
T4 g 388 DAL RYPSITGOGNFGSIDGDSA
Ta-g-250_1 DAL RYBESITGQO-———————————
T3-v-433 DLL RYPSITGOGNFGSIDGDSA
73-h-237 DAL RYPSITGOGNFGSI—————
72-v-388 DAL RYPSITGOGN—————————
72-h-57 DAL RYPSITGQOGNFGSIDGD--
72g 216 DAL RYPSITGOGNEGSIDGDSA
T1w-151 DAL RYPSITGOGNFGSIDGDSA
T1-w-1385 DLT RYESITGOGNEFGSIDGDSA
T1-v-40 DAL RYPSITGOGHNEGSI—————
71-g-460 DAL RYPSITGOGNFGSI—————
T1-g-418 DAL RYPSITGOGNFGSIDGDSA
T1-w-42 DAL RYPSITGOGNFGSIDGDSA
F1-v-49 DAL RYPSITGOGNEGSIDGDSA
T1-v-69 D RYPSITGOGNFGSIDGDSA
T1-w-108 DAL RYPSITGQOGNFGSIDGDSA
T1-v-110 DAL RYPSITGOGNFGSIDGDSA
71-g-429 DAL RYPSITGOGNFGSIDGDSA
71-g-328 DAL RYPSITGQGNEGSIDGDSA
T1-v-420 DAL RYPSITGOGNFGSIDGDSA
T1-v-484 DLT RYPSITGOGHN - ————————
T2g 117 DAL RYPSITGOGNFGSIDGD-—-
72-g- 160 DAL RYPSITGQOGNFGSIDGDSA
72-g 397 DAL RYPSITGOGNFGSIDGDSA
72-h-204 DAL RYPSITGOGNFGSIDGDSA
T2w-9 DAL RYPSITGOGNFGSIDGDSA
T3g 441 DAL RYESITGOG——————————
F3-v-20 DAL RYPSITGOGNFGSIDGDSA
T4-g-350_2 DAL RYPSITGOGNFGSI—————
T4gae3 DALY RYPSITGOGNFGSIDGD--
Tav-00 DALY RYPSITGOGNFGSIDGDSA
Tlw-122 DALY RYPSITGOGNFGSIDGDSA
T2g-220 = I DAL RYPSITGOGNEGSIDG - ——
¥2-h-87 (27) H I DAL RYPSITGOGHEGS——————
71-g-188 (16) H DT DAL MRYESITGQOGNFGSIDGDSA
73-g228 (28) H DT DAL MRYESITGQOGNFGSIDGDSA
Ti-w-446 (27) H DT DAL MRYESITGOGNFGSIDGDSA
T2v386 (12 H DIz DALV
Consensus (81} H DI DALVRMAODFSMRYFSITGOGNFGSIDGDSA

Hinh 3. Két qua phan tich trinh ty acid amin enzyme gyrA cua céc chung C. coli. C0 sy thay dbi & vi tri codon 86 (Threonin
86 Methionin); hang dau tién Ia trinh ty tir C. coli lay tir genbank AAD22627, hang cudi cung la trinh tu C. jejuni lay ti
genbank AL111168.1.
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Phén tich cac dot bién trén C. coli & ving
gene gyrA va gene cmeR

Két qua khao sat trén Hinh 4 cho thay chi c6
2/39 chung c6 dot bién gyrA & codon 86 vai kiéu
dot bién diém 1a C257T lam thay doi threonine
thanh isoleucine, nhung c6 dén 33/39 chung co dot
bién diém 1a T227G lam thay ddi threonine thanh
methionine. Ngoai ra, c6 2/39 ching c6 dot bién
gene ma héa CmeABC & hé théng bom déy thuéc,
va chung nay c6 mang ca 2 dot bién & gene gyrA va

gene cmeR (Bang 5). Nhu vay, so véi C. jejuni, C
coli con c6 thém dot bién T227G. Hién twong dot
bién lam thay ddi threonine thanh methionine kha
phd bién trén C. coli phan lap tir ca heo, ga, vit.
Pay la két qua nghién ciru hoan toan méi so véi cac
dot bién da duoc biét tir trude dén nay [11]. Nghién
ctru ndy cho thay dot bién T227G hién chi méi lan
truyén trong noi tai cac chung C. coli ma chua thiy
Xudt hién trén cac chung C. jejuni khao st.

(44) 44 50 60 i
gi_4558480_gb_AAD22627.1 (34) LEFVHRRILYAMNDLGVGSRSAYERESARIV
12 (1) ————- RRILYAMNDLGVGSRSAYEESARIV

10 1) - ——— YEESLER

16

1F,
gyr_ref_aa
Consensus

(
(1
(1
(1
(1

1

——————————— MNDLGVGSRSLYEESLE
LEPVHRRILYAMNDLGVGSRSAYEESLAR
My -—-———————- MNDLGVGSRSAYEESLE
M - MNDLGVGSRSAYEESLAR
1) —————————- MNDLGVGSRSALYEESLE
1) ————=————- MNDLGVGSRSAYRESAR
1)y -—-————-———- MNDLGVGSRSAYRESAR

(1) ————=————- MNDLGVGSRSAYEESLR

(44) LEPVHRRILYAMQNDELZRSRIDFVESLRIVGAVIGRY

6) LEPVHRRILYAMNDLGVGSRSAYRESLR
6) LEPVEHRRILYAMNDLGVGSRSAYKESLR
6) LEPVHRRILYAMNDLGVGSRSAYRESLR
5) LEPVHRRILYAMNDLGVGSRSAYRESLR
1) - MNDLGVGSRSAYRESAR
6) LEPVHRRILYAMNDLGVGSRSAYRESLR

16) LEPVHRRILYAMNDLGVGSRSAYRESLR
16) LEPVHRRILYAMNDLGVGSRSALYEESLE
16) LEPVHRRILYAMNDLGVGSRSAYRESAR
16) LEPVHRRILYAMNDLGVGSRSAYRESAR
16) LEPVHRRILYAMNDLGVGSRSAYRESLR
16) LEPVHRRILYAMNDLGVGSRSALYEESLE
16) LEPVHRRILYAMNDLGVGSRSAYRESAR
16) LEPVHRRILYAMNDLGVGSRSAYRESAR
16) LEPVHRRILYAMNDLGVGSRSAYRESLR
16) LEPVHRRILYAMNDLGVGSRSLYEESLE
16) LEPVHRRILYAMNDLGVGSRSAYEESAR
16) LEPVHRRILYAMNDLGVGSRSAYRESAR
16) LEPVHRRILYAMNDLGVGSRSAYRESLR
(1)
)

@4}LKEVHRRILYAMNDLGVGSRSAYKKSARIVGDVIGKYHPHGDM

Hinh 4. Két qua phan tich trinh ty trén gene rrnB ciia cac chiing C. coli. C6 mang dot bién diém trén gene rrnB tai vi tri

A2075G, A2074C va A2075C & 73H10 (MIC > 256 pg/mL). CAc gié tri MIC <256 pg/mL khong bi dot bién. Hang dau tién

latrinh tw C. coli l4y tir Genbank AAD22627, hang cudi ciing la trinh ti C. jejuni lay tir Genbank AL111168.1

Bang 5. Két qua phan tich C. coli khéng FQ

Dbi tuong Dot bien gyrA Dot bien cmeR Dot bién gyrA va cmeR

n=39 TGTAATAAATATTACA

Heo C257T, (T-> 1), (n=1) TGTAATAAAAATTACA n=1
n=22 T227G(T-> M), (n=19) (n=1)

Ga C257T, (T-> 1), (n=1) (n=0) n=0

n=9 T227G(T-> M), (n=8)

Vit T227G(T-> M), (n=6) TGTAATAAAAATTACA (n=1) n=1
n=38
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Phan tich dot bién khang Ery & Campylobacter spp.

Theo két qua cia mot sb tac gia khac cho thiy,
gid tri MIC Ery > 256 (cac chung co tinh khang cao)
khi phan tich trinh ty viing gene rrnB thiy c6 dot bién
tai vi tri A2075G. Nguoc lai néu gia tri MIC Ery <
256 (cac chung c6 tinh khang thap) thi ¢ kha ning
mang dot bién tai vi tri A2074C hoic khong mang dot
bién [5,11]. Do d6, trong nghién cttu ndy, dua vao két

qua MIC cua Ery, chon dugc 10 chiung ¢ MIC Ery >
256 dé xac dinh dot bién khang khang sinh Ery thong
qua su hién dién cua gene rrnB va phan tich dot bién
trén gene 23S-rRNA. Két qua sang loc cho thay, tat
ca cac chung ¢ MIC Ery > 256 déu mang gene rrnB
va thuéc cac chung C. coli (Hinh 5).

bp

500
400
300
200

100

— 485bp

Hinh 5. Két qua nhan ban gene rrnB trén cac chung Campylobacter spp. cé MIC Ery > 256 bang ky thuat PCR.
(M) Thang DNA 100 bp; (Heo) chung Campylobacter spp. phan Iap tir heo ¢ tinh Bong Thap; (Ga) Campylobacter spp. phan
lap tir g& & tinh Ddng Thap; (Vit) chung Campylobacter spp. phan lap tir vit & tinh Dong Thap; (PC) ching 4m (nude cit)

TIH111(MIC=256) (208) ATGGGAGCTGTCTCA

{2001) 2001 2010 2020 2030 2040
gi_470474593_ref NR 0762261 (1999) RTGEEAGCTETCT TCC GRAARTTETAGT
T1g102(MIC=>256) (364) ATGGGAGCTGTCT e GRARTTGTAGT
73g238(MIC=0.064) (325) ATGGGAGCTGTCT nE GAAATTGTAGT
73h10(MIC=256) (326) ATGGERAGCTGTCT TC GRAATTGTAGT
73H164{MIC>256) (325) ATGGGRGCTETCT TC GARATTGTAGT
72H202(MIC=256) (325) ATGGGRAGCOTETCOT T GARATTGTAGT
TIHB7(MIC>256) (233) ATGGGAGCTGTCT e GRARTTGTAGT
TIH112(MIC=256) (325) ATGGGAGCTGTCT nE GRAATTGTAGT
72h304(mic=48) (325) ATGGERGCTGTCT TC GAAATTGTAGT
T4G331(MIC>256) (325) RTGGEAGCTGTCT T GARATTGTAGT
73v201{mic=256) (325) ATGGGAGCTGTCT e GRARTTGTAGT
71v328(mic=256) (325) ATGGGAGCTGTCT nE GRAATTGTAGT
T1HA20(MIC=256) (325) ATGGGAGCTGTCT TC GRAATTGTAGT
72g117(MIC=05) (325) RTGGEAGCTGTCT TC GRAATTETAGT
T4BB(MIC=0.19) (325) RTGGER GTCTCA T GRAATTETAGT
c

ATTGTAGT
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Hinh 6. Két qua phan tich trinh ty trén gene 23S-rRNA caa 10 chung C. coli ¢6 mang gene rrnB va mang dt bién (MIC Ery

> 256; cac gi4 tri MIC Ery <256 khong bi dot bién
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Bang 6. Két qua phan tich Campylobacter spp. khang Ery.

DPbi tuong Nu 2074 Nu 2075 Nu 2076 Nu 2074 va 2075 Nu 2075 va 2076
Heo | A2074C (n=1) | A2075C (n=1) | A2076C (n=1) n=1 n=1
n=7 A2075G (n=6)
Ga A2075G (n=1) | A2076C (n=1) n=1
n=1
Vit A2075G (n=2)
n=2
Tong sb 01 10 02 01 01
Tir két qua phan tich trinh tu gene 23S-rfRNA  KET LUAN

khang Ery véi MIC >256 cua cac chung C. coli trén
Hinh 6 cho thay, c¢6 7 chung C. coli khang Ery mang
dot bién tai vi tri A2075G gidng nhu cac két qua da
cong bé trude day [11]. C6 3 chung C. coli khang Ery
mang 2 dot bién méi bao gom 3 kiéu sau: A2074C &
A2075C & heo, A2075G & A2076C & heo va
A2075G & A2076C & ga (Bang 6). Nhu vay, tir 10
chung phan tich c6 cac chung mang dot bién diém o
vi tri A2074C va A2075G nhu d& xuét hién & nhiéu
noi trén thé gisi [11]. Tuy nhién, c6 3 ching dic biét
mang cac dot bién tai 2 vi tri 2074 va 2075 hoic 2075
va 2076 la kiéu dot bién mai chua ting xuét hién &
noi khac.

Két qua cua khao sat nay cho thay tinh trang
khang FQ va Ery cua Campylobacter spp. phan lap tir
phan heo, ga, vit ¢ tinh Dong Thap l1a kha cao. Céc
bién d6i gene dan dén dé khang khang sinh dién ra rat
phic tap, d4 c6 xuét hién cac dot bién méi co thé gay
kho khin trong qua trinh diéu tri bénh nhiém
Campylobacter spp. trén gia suc, gia cam. Dic biét
can han ché tbi da viéc st dung FQ trong diéu tri va
chan nu6i nham han ché viéc lan truyén gene dot bién
gay khang manh véi khéang sinh theo chiéu ngang.
Théng tin nay c6 thé gitip cho co quan thi y ¢ bién
phap phong chéng viéc lay lan tinh khang khang sinh
& vi khuan cho dan gia suc, gia cam.
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ABSTRACT

This study was designed to identify the
genetic basis that results in the development of
antibiotic resistance in Campylobacter spp. We
carried out a molecular examination of 75 strains
looking for resistance factors. These strains were
isolated from faecal samples of pigs, chickens and
ducks at Dong Thap province. There were 89.3 %
strains which showed mutations on DNA gyrase-gyrA
gene at the position 86 (C257T and T227G). There
were also a further 32 % strains that showed
mutations on gene cmeR encoding the efflux CmeABC
pump system. This study has also shown that 29.3 %
of Campylobacter spp. have mutations in
fluoroquinolone (FQ) resistance on both genes gyrA
and cmeR. In comparison with  Campylobacter jejuni

with the mutation C257T (Thr-86-1le),
Campylobacter coli has another mutation at T227G
(Thr-86-Met). This mutation, encoding FQ
resistance, is common in both swine and poultry but
has not yet been identified in Viet Nam. As well as FQ
resistance, resistance to erythromycine (Ery) has
been detected in C. coli, in 10 strains erythromycin
resistance, with a mutation at position A2075G.
There was 1 strain which carried two mutations
A2075G and A2074C at 23S-rRNA gene, and 2
mutant strains with a double mutation at A2075G and
A2076C. In summary, there were three strains of C.
coli with double mutations encoding Ery resistance
at Dong Thap and this resistance characteristic has
not been identified eslewhere.

Key words: Campylobacter, antibiotic resistance, fluoroquinolone, erythromycin, mutation, Dong Thap province
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